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x1. MBS ICMBELFRERR (KFRAR)

FERF] 1 E B 2 SERF] 1 JEBF] 2

RBC 529 10"/ ul 532 x10*/ul AST 55U/1 119U0/1
Hb 7.4 g/dl 8.6¢g/dl TP 6.8 g/dl 9.0g/dl
PCV 21% 28% Albumin 1.1g/dl 1.5¢g/d/
MCV 39.11l 43. 4 1l a -globulin 19.4% 15.9%
MCHC 35.7g/dl 37.2¢g/dl [ -globulin 9.3% 7.8%
Platelet 50.1x10*/ul 49.7x10*/ul y -globulin 55.6% 59.5%
WBC 14, 800/ ul 11,000/ ul A/G 0.19 0.20

Sta 0 % 0%

Seg 56% 78%

Lym 40% 19%

Mon 4 % 3%
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